J;

FOERACHS 6 77 (55 16 265 3 TH, 27 25 2% 3 THRALR)

iR A O R DO EE

HEOEAHBOLF | Wt (E5)
— R | W DIk
EE

LR G O &M | EOORAE 4 2K L) 2 B

24 EIE a

At =

Multi- omics analysis of a fatty liver model wusing human hepatocyte
chimeric mice
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