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Intermediate hepatitis B virus infection prevalence among 1622 pregnant women in
rural Burkina Faso and implications for mother- to- child transmission
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2021 4E 2 Hv5 11 A ORI, o il o 3 R Cilimdss & 52 ) 7= &4l e
D) BLREEEST- 1,622 N&EXt5RI2, HBs HiFUREZWmA 2 £ L. BEoBAIc
I LR RIS RS (DBS) & W 7o MR AR AR BB &2 4T o 7, DBS 1L AR IR D LPRAE & S 73
ILTUW2% HemaSpot ZEEFH L7z, DBS M{AIX A ARIZHEHNE L, (L5 emE TR g fl
EE (CLETA) 1I2X& 5 HBs Bt (FEfERE) . HBe #iJit, HBe HLIRIE. real-time
PCR. nested PCRIZJ % HBV DNA 7 A /L Z E&DHIE. genotype DIREFIT -7,

T ORER, Wi 1,622 N (25.1£6.0 &%) (2815 HBs HURBEMERIL 6.5% (106
AN) EmWEZ/R LTz, HBs HLRGME & B3 2 ML K 1122 Tld, Logistic
regression fiEHTIC LV | (MG OERS 25-34 % GEEE A~ X AOR=2.24) . HBV (2>
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