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AUC area under the concentration-time curve  

AUC0–∞ area under the concentration-time curve from time zero to infinity 

CAR constitutive androstane receptor 
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DDI drug-drug interactions 
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FDA U.S. Food and Drug Administration 
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HPLC high performance liquid chromatography 
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OCA obeticholic acid 

PMDA Pharmaceutical and Medical Devices Agency 
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Fig. 1. Change of pharmacokinetic profile with typical CYP substrate (Conceptional figure). 
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Table 1  Observations of CYP down-regulation by drugs and new chemical entities. 
 

Compounds Enzymes Animals in vitro/ in vivo References 

sulpiride CYP1A2 rat in vivo Harkitis et al., PLoS ONE. 2015 
 CYP1A1    

 CYP1B1    

telithromycin CYP1A2 rat in vivo Nosaka et al., Life Sciences. 2006 
 CYP3A2    

LY2090314 CYP2B6 human in vitro (hepatocyte) Zamek-Gliszczynski et al., Drug Metab Dispos. 2014 

metformin CYP2B6 human in vitro (hepatocyte) Yang et al., Mol Pharmacol. 2014 

carfilzomib CYP3A4 human in vitro (hepatocyte) Wang et al., Drug Metab Dispos. 2013 

GW4064 CYP3A4 human in vitro (hepatocyte) Zhang et al., Drug Metab Dispos. 2015 

metformin CYP3A4 mouse in vivo Krausova et al., Biochem Pharmacol. 2001 

  human in vitro (hepatocyte)  

capecitabine CYP2C9 human in vivo Ramírez et al., Clinical Pharmacol. 2019 

fluorouracil CYP2C9 human in vivo Gilbar et al., Ann Pharmacother. 2001 

bupropion CYP2D6 human in vitro (hepatocyte, HepG2) Sager et al., Biochem Pharmacol. 2017 

   in vivo  

GW4064 CYP2D6 mouse in vivo Pan et al., Drug Metab Dispos. 2015 
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in vitro CYP

in vitro CYP

in vivo

CYP

in vitro in vivo

 



CYP1A2

Fig. 2 Edwards et al., 2017 25 mg

5 23 21

AUC0–∞ 65%

Day21 CYP1A2

CYP1A2 AUC

 in vitro

CYP1A2 in vitro in vivo

CYP1A2

CYP1A2

 

 

 

Fig. 2. Chemical structure of obeticholic acid. 
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Fig. 3. Assessment of direct interaction of OCA with CYP1A2 in human liver microsomes. phenacetin 

O-deethylation as a measure of CYP1A2 activity in the presence of OCA with or without a 20-min 

preincubation with the OCA. Points represent percent metabolite formation compared to vehicle-

treated control (0.1% DMSO); ***p<0.001 versus control (0.1% DMSO). 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

25

50

75

100

125

0.1 1 10 100

Ph
en

ac
et

in
 O

-d
ee

th
yl

at
io

n
(%

 o
f c

on
tro

l)

OCA (μM)

with preincubation

without preincubation

***



CYP1A2 mRNA  

 

24well 5 1  

10  100 μM 0.1% dimethylsulfoxide DMSO

48 CYP1A2 mRNA real-time PCR 72 CYP1A2
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Fig. 4. Effect of OCA on CYP1A2 mRNA levels and enzyme activity. (A) Fold change in CYP1A2 

mRNA expression compared to vehicle-treated control (0.1% DMSO) after 48 h of incubation. (B) 

phenacetin O-deethylation as a measure of CYP1A2 activity after 72 h of incubation. Mean + S.D. of 

preparations of hepatocytes from five donors; ***p<0.001 versus control (0.1% DMSO). 
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Fig. 5. Individual data of Fig. 4. (A) Fold change in CYP1A2 mRNA expression compared to vehicle-

treated control (0.1% DMSO) after 48 h of incubation. (B)phenacetin O-deethylation as a measure of 

CYP1A2 activity after 72 h of incubation.  
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Fig. 4 48 CYP1A2 mRNA

72 CYP1A2

Fig. 6A r2=0.7175 100 μM CYP1A2
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r2 0.8520 Fig. 6B  
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B 

Fig. 6. Correlation between decreases in CYP1A2 mRNA expression and decreases in CYP1A2 activity. 

(A) Individual data of Fig.4A and individual data of Fig.4B. (B) As for (A) with the points 

corresponding to 100 μM OCA excluded. 
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Fig. 7. Extent of leakage of lactate dehydrogenase into the cell culture medium compared to lysed 

untreated cells (100% cytotoxicity) after incubation for 72 h with OCA. Mean + S.D. of preparations 

of hepatocytes from five donors. 
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Fig. 8. Effect of OCA on mRNA levels and enzyme activity of CYP2B6. (A) Fold change in mRNA 
expression of CYP2B6 compared to vehicle-treated control (0.1% DMSO) after 48 h of incubation. 
(B)Bupropion hydroxylation was used as a measure of CYP2B6 activity after 72 h of incubation. 
Mean + S.D. of preparations of hepatocytes from five donors. 
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Fig 9. Individual data of Fig. 8. (A) Fold change in mRNA expression of CYP2B6 compared to vehicle-
treated control (0.1% DMSO) after 48 h of incubation. (B) Bupropion hydroxylation was used as a 
measure of CYP2B6 activity after 72 h of incubation. 
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Fig. 10. Effect of OCA on mRNA levels and enzyme activity of CYP3A4. (A) Fold change in mRNA 

expression of CYP3A4compared to vehicle-treated control (0.1% DMSO) after 48 h of incubation. (B) 

Midazolam hydroxylation as a measure of CYP3A4 activity after 72 h of incubation. Mean + S.D. of 

preparations of hepatocytes from five donors; ***p<0.001 versus control (0.1% DMSO). 
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Fig. 11. Individual data of Fig. 10. (A) Fold change in mRNA expression of CYP3A4 compared to 

vehicle-treated control (0.1% DMSO) after 48 h of incubation. (B) Midazolam hydroxylation as a 

measure of CYP3A4 activity after 72 h of incubation. 
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Fig. 12. Assessment of direct interaction of OCA with CYP3A4 in human liver microsomes. Midazolam 

hydroxylation as a measure of CYP3A4 activity in the presence of OCA with or without a 20-min 

preincubation with the OCA. Points represent percent metabolite formation compared to vehicle-

treated control (0.1% DMSO); **p<0.01; ***p<0.001 versus control (0.1% DMSO). 
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Fig. 13. Mechanism of CYP1A2 induction.  (Klein et al., 2010; partially modified) 
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Fig. 14. Chemical structures of CYP1A inducers. 
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Fig. 15. Effect of OCA on induction of CYP1A2 by omeprazole in plated human hepatocytes. (A) Fold 
change in CYP1A2 mRNA expression compared to vehicle-treated control (0.1% DMSO) after 48 h of 
incubation. (B)Phenacetin O-deethylation as a measure of CYP1A2 activity after 72 h of incubation. 
Mean + S.D. of preparations of hepatocytes from five donors; *p<0.05; **p<0.01 versus control (50 μM 
omeprazole in 0.1% DMSO). 
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Fig. 16. Individual data of Fig. 15. (A) Fold change in CYP1A2 mRNA expression compared to vehicle-
treated control (0.1% DMSO) after 48 h of incubation. (B) Phenacetin O-deethylation as a measure of 
CYP1A2 activity after 72 h of incubation. 
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Fig. 17. Effect of OCA on mRNA expression of hepatocyte factors that regulate CYP1A2. Fold change 
in (A) AhR, (B) Arnt, and (C) AhRR mRNA expression compared to vehicle-treated control (0.1% 
DMSO) after 48 h of incubation. Mean + S.D. of preparations of hepatocytes from five donors; 
***p<0.001 versus control (0.1% DMSO). 
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Sager CYP2D6 in vitro-in 

vivo DDI

mechanism-based static pharmacokinetic MSPK Eq. 1

Sager et al., 2017 MSPK

Cmax CYP

fm in vitro Emax EC50  50%

[I]h in vivo AUC

AUC ratio

MSPK CYP1A2

CYP1A2 fm 1 in vitro Fig. 4 50%

CYP1A2 mRNA 1 μM EC50 CYP1A2

CYP1A2 mRNA 10 μM mRNA 1 10 μM fold induction  

Emax 0.73 10 mg 2395 

ng/mL 420.62 5.69 μM Edwards et al., 2016



10 mg CYP1A2 AUC ratio

Bh 0.38 AUC ratio 2.64 DDI Edwards et 

al., 2017 AUC ratio 1.42 MSPK

in vivo CYP

in vivo CYP MSPK

 

 

 UC ratio = 1× + (1 − )  

B  (induction) = 1 + E ∗ [I][I] + EC  

B  (CYP downregulation) = 1 + E ∗ [I][I] + EC  

 

fm  the fraction of intrinsic metabolic clearance of the substrate mediated by P450 affected by drugs causing 

CYP down-regulation relative to the whole metabolic clearance of the liver 

[I]h the concentration of the investigational drug in the liver hepatocytes and intestinal enterocytes 

Emax: maximum effect (induction or down-regulation  

EC50 concentration that yields 50% of the maximum effect 

 

Eq. 1 Formula of MSPK model (Partially modified). 

 

in vitro  in vivo CYP

CYP
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CYP1A2 CYP1A2
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mRNA

CYP1A2 AhR  mRNA

CYP1A2 CYP1A2

AhR

AhR AhR

AhR

CYP1A2  

 

CYP

Uno et al., 2006

Kupffer

in vitro CYP1A2

 

 

FXR CYP1A2

FXR 50 μM 48

mRNA miRNA

CYP1A2 mRNA 0.26 AhR 0.73

Krattinger et al., 2016 miRNA

mRNA CYP1A2 CYP1A1

miRNA miR-1260 GW4064 FXR

CYP1A2 FXR AhR CYP1A2

CYP1A2

 

 

CYP1A2

CYP

  



 

 

 

Toronto Research Chemicals 

,  

Cayman Chemical 

 

Fujifilm Wako Pure Chemical Corp.  

, RIPA lysis buffer, solvents analytical grade (or a suitable alternative)  

Nacalai Tesque 

MgCl2·6H2O, reduced β-nicotinamide adenine dinucleotide phosphate (β-NADPH), trypan blue, 

general purpose reagents 

Sigma-Aldrich  

, ,   

Tokyo Chemical Industry  

  

Ultrafine 

1'-   

 

CYP  

200 XTreme 200 Mixed Gender Human Liver 

Microsomes Sekisui XenoTech  

 

 

0.1 mg protein/mL β-NADPH 1 mg/mL 250 

μM EDTA-250 μM pH 7.4 37°C 5

0.1–100 μM 35

CYP1A2 10 μM CYP3A4

 5 μM

50 nM  

 

 

0.1 mg protein/mL β-NADPH 1 mg/mL 250 

μM EDTA-250 μM pH 7.4 37°C 5

, 0.1–100 μM 20 CYP1A2

10 μM  CYP3A4 5 μM

15

50 nM  



 

 

BioIVT TorpedoTM Antibiotic Mix BioIVT

InVitroGROTM CP Medium BioIVT 0.7 106 cells/mL Collagen I Cellware 24 well 

plates Corning CO2 37°C 5 CO2 2 4

Primary Hepatocyte Maintenance Supplements Thermo Fisher Scientific William's E Medium

Sigma-Aldrich DMSO

1/1000

1 10  100 μM

50 μM 24 48

72 DMSO

50 μM

 

 

 

Lot ACB OMA BXW RMH NES 

Age (years) 51 37 73 27 35 

Gender Male Male Female Male Male 

Race Caucasian Caucasian Caucasian Caucasian Caucasian 

Smoker No Yes No Yes Yes 

Alcohol use Yes Yes No Yes Unknown 

Drug use No Yes No Yes Yes 

Cause of death 
Head trauma / 

blunt injury 
Anoxia 

Cerebrovascular 

accident / stroke 
Head trauma Anoxia 

 

mRNA  

48 CYP1A2 CYP2B6 CYP3A4 AhR AhRR Arnt 

mRNA Real-time RT-PCR Total RNA 

cDNA SuperPrep™ II Cell Lysis & RT Kit TOYOBO

Real-time RT-PCR THUNDERBIRD® 

Probe qPCR Mix TOYOBO  5

DMSO mRNA fold change

 

 

 

TaqMan primer/probe set Thermo Fisher Scientific  

CYP1A2 Hs00167927_m1 

CYP2B6 Hs03044634_m1 



CYP3A4 Hs00604506_m1 

AhR Hs00169233_m1 

AhRR Hs01005075_m1 

Arnt Hs01121918_m1 

GAPDH Hs02758991_g1 

 

 

72 CYP1A2 CYP2B6 CYP3A4

William’s E medium  CYP1A2

50 μM  CYP2B6 50 μM    CYP3A4

5 μM William’s E medium CO2 2 

37°C 5 CO2

50 nM

CYP1A2, ; CYP2B6, ; CYP3A4, 1'

5 DMSO

fold change  

 

 

 CYP filtered 

using 96-well 0.45-μm filter plates high performance liquid 

chromatography (HPLC) tandem mass spectrometry LC-MS/MS  

 

LC-MS/MS 

HPLC Nexera HPLC system Shimadzu  

MS TQ5500 tandem mass spectrometer Sciex  

InertSustain C18 column 2-μm particle size; 2.1 mm i.d. × 50 mm; GL Science  

 

 

A 0.1% B  

0.45 mL/min 

A gradient was run from 30% to 70% solvent B in 2 min 

40  

:  

 m/z 152 → 110 

 m/z 296 → 238 

1'-  m/z 342 → 324 

 m/z 195 → 138 

Analyst 1.6.3 software (Sciex) 

 



 

72 lactate dehydrogenase 

LDH Cytotoxicity Detection KitPLUS Indianapolis

RIPA buffer LDH 100%

%  

 

 

SAS program SAS/STAT, version 8.2 (SAS Institute)

Tukey's test p value 0.05

  

 

 

 

 

 

  



 

 

Arakawa H, Kamioka H, Jomura T, Koyama S, Idota Y, Yano K, Kojima H, Ogihara T. Preliminary evaluation 

of three-dimensional primary human hepatocyte culture system for assay of drug-metabolizing enzyme-

inducing potential. Biol Pharm Bull. 2017;40(7):967-974.     

    

Dash A, Figler RA, Blackman BR Marukian S, Collado MS, Lawson MJ, Hoang SA, Mackey AJ, Manka D, 

Cole BK, Feaver RE, Sanyal AJ, Wamhoffb BR. Pharmacotoxicology of clinically-relevant concentrations 

of obeticholic acid in an organotypic human hepatocyte system. Toxicol In Vitro. 2017;39:93-103.  

 

Dash A, Inman W, Hoffmaster K, Sevidal S, Kelly J, Obach RS, Griffith LG, Tannenbaum SR. Liver tissue 

engineering in the evaluation of drug safety. Expert Opin Drug Metab Toxicol. 2009;5(10):1159-74. 

           

Edwards JE, Eliot L, Parkinson A, Karan S, MacConell L. Assessment of pharmacokinetic interactions 

between obeticholic acid and caffeine, midazolam, warfarin, dextromethorphan, omeprazole, rosuvastatin, 

and digoxin in phase 1 studies in healthy subjects. Adv Ther. 2017;34(9):2120-2138.  

          

Edwards JE, LaCerte C, Peyret T, Gosselin NH, Marier JF, Hofmann AF, Shapiro D. Modeling and 

experimental studies of obeticholic acid exposure and the impact of cirrhosis stage. Clin Transl Sci. 

2016;27(3):379-84.         

    

Fiorucci S, Clerici C, Antonelli E, Orlandi S, Goodwin B, Sadeghpour BM, Sabatino G, Russo G, Castellani 

D, Willson TM, Pruzanski M, Pellicciari R, Morelli A. Protective effects of 6-ethyl chenodeoxycholic acid, 

a farnesoid X receptor ligand, in estrogen-induced cholestasis. J Pharmacol Exp Ther. 2005;313(2):604-612.

           

Galetin A, Zhao P, Huang SM. Physiologically based pharmacokinetic modeling of drug transporters to 

facilitate individualized dose prediction. J Pharm Sci. 2017;106(9):2204-2208.  

 

Gilbar PJ and Brodribb TR. Phenytoin and fluorouracil interaction. Ann Pharmacother. 2001;35(11):1367-

70.          

 

Goodwin B, Jones SA, R R Price, M A Watson, D D McKee, L B Moore, C Galardi, J G Wilson, M C Lewis, 

M E Roth, P R Maloney, T M Willson, S A Kliewer. A regulatory cascade of the nuclear receptors FXR, SHP-

1, and LRH-1 represses bile acid biosynthesis. Mol Cell. 2000;6(3):517-526.   

           

Hariparsad N, Ramsden D, Palamanda J, Dekeyser JG, Fahmi OA, Kenny JR, Einolf H, Mohutsky M, Pardon 

M, Siu YA, Chen L, Sinz M, Jones B, Walsky R, Dallas S, Balani SK, Zhang G, Buckley D, Tweedie D. 

Considerations from the IQ induction working group in response to drug-drug interaction guidance from 



regulatory agencies: focus on downregulation, CYP2C induction, and CYP2B6 positive control. Drug Metab 

Dispos. 2017;45(10):1049-1059.       

     

Harkitis P, Daskalopoulos EP, Malliou F, Lang MA, Marselos M, Fotopoulos A, Albucharali G, Konstandi 

M. Dopamine D2-Receptor antagonists down-regulate CYP1A1/2 and CYP1B1 in the rat liver. J PLoS One. 

2015;10(10): e0128708.  

 

Kawakami H, Ohtsuki S, Kamiie J, Suzuki T, Abe T, Terasaki T. Simultaneous absolute quantification of 11 

cytochrome P450 isoforms in human liver microsomes by liquid chromatography tandem mass spectrometry 

with in silico target peptide selection. J Pharm Sci. 2010:100(1):341-352.   

  

Kim YC, Seok S, Byun S, Kong B, Zhang Y, Guo G, Xie W, Ma J, Kemper B, Kemper JK. AhR and SHP 

regulate phosphatidylcholine and S-adenosylmethionine levels in the one-carbon cycle. Nat Commun. 

2018;9(1):540. 

 

Klein K, Winter S, Turpeinen M, Schwab M, Zanger UM. Pathway-targeted pharmacogenomics of CYP1A2 

in human liver. Front Pharmacol. 2010;1:129. 

 

Kowdley KV, Luketic V, Chapman R, Hirschfield GM, Poupon R, Schramm C, Vincent C, Rust C, Parés A, 

Mason A, Marschall HU, Shapiro D, Adorini L, Sciacca C, Beecher-Jones T, Böhm O, Pencek R, Jones D, 

obeticholic acid PBC Monotherapy Study Group. A randomized trial of obeticholic acid monotherapy in 

patients with primary biliary cholangitis. Hepatology. 2018;67(5):1890-1902.   

          

Krattinger R, Boström A, Lee SML, Thasler WE, Schiöth HB, Kullak-Ublick GA, Mwinyi J. 

Chenodeoxycholic acid significantly impacts the expression of miRNAs and genes involved in lipid, bile 

acid and drug metabolism in human hepatocytes. Life Sci. 2016;156:47-56.  

 

Krausova L, Stejskalova L, Wang H, Vrzal R, Dvorak Z, Mani S, Pavek P. Metformin suppresses pregnane 

X receptor (PXR)-regulated transactivation of CYP3A4 gene. Biochem Pharmacol. 2011;82(11):1771-80. 

 

Nosaka H, Nadai M, Kato M, Yasui K, Yoshizumi H, Miyoshi M, Ying LZ, Baba K, Takagi K, Hasegawa T. 

Effect of a newly developed ketolide antibiotic, telithromycin, on metabolism of theophylline and expression 

of cytochrome P450 in rats. Life Sci. 2016;79(1):50-6.     

          

Pan X, Lee YK, Jeong H. Farnesoid X receptor agonist represses cytochrome P450 2D6 expression by 

upregulating small heterodimer partner. Drug Metab Dispos. 2015;43(7):1002-7. 

 

Pelkonen O, Turpeinen M, Hakkola J, Honkakoski P, Hukkanen J, Raunio H. Inhibition and induction of 

human cytochrome P450 enzymes: current status. Arch Toxicol. 2008;82(10):667-715. 



 

Pellicciari R, Fiorucci S, Camaioni E, Clerici C, Costantino G, Maloney PR, Morelli A, Parks DJ, Willson 

TM. 6α-Ethyl-chenodeoxycholic acid (6-ECDCA), a potent and selective FXR agonist endowed with 

anticholestatic activity. J Med Chem. 2002;45(17):3569-3572.    

        

Ramírez J, House LK, Karrison TG, Janisch LA, Turcich M, Salgia R, Ratain MJ, Sharma MR. Prolonged 

pharmacokinetic Interaction Between Capecitabine and a CYP2C9 Substrate, celecoxib. J Clin Pharmacol 

. 2019;59(12):1632-1640. 

 

Richert L, Tuschl G, Abadie C, Blanchard N, Pekthong D, Mantion G, Weber JC, Mueller SO. Use of mRNA 

expression to detect the induction of drug metabolising enzymes in rat and human hepatocytes. Toxicol Appl 

Pharmacol. 2009;235(1):86-96. 

 

Roda A, Aldini R, Camborata C, Spinozzi S, Franco P, Cont M, Errico AD, Vasuri F, Degiovanni A, Maroni 

L and Adorini L. Metabolic profile of obeticholic acid and endogenous bile acids in rats with decompensated 

liver cirrhosis. Clin Transl Sci. 2017;10:292–301. 

 

Sager JE, Tripathy S, Price LSL, Nath A, Chang J, Stephenson-Famy A and Isoherranen N. In vitro to in vivo 

extrapolation of the complex drug-drug interaction of bupropion and its metabolites with CYP2D6; 

simultaneous reversible inhibition and CYP2D6 downregulation. Biochem Pharmacol. 2017;123:85-96. 

           

Stevison F, Kosaka M, Kenny JR, Wong S, Hogarth C, Amory JK, Isoherranen N. Does in vitro cytochrome 

P450 downregulation translate to in vivo drug-drug interactions? preclinical and clinical studies with 13-cis-

retinoic acid. Clin Transl Sci. 2019;12(4):350-360. 

 

Uno JK, Kolek OI, Hines ER, Xu H, Timmermann BN, Kiela PR, Ghishan FK. The role of tumor necrosis 

factor α in down-regulation of osteoblast phex gene expression in experimental murine colitis. 

Gastroenterology. 2006;131(2):497-509.      

      

Wang H, Chen J, Hollister K, Sowers LC, Forman BM. Endogenous bile acids are ligands for the nuclear 

receptor FXR/BAR. Mol Cell. 1999;3(5):543–553.  

 

Wang Z, Yang J, Kirk C, Fang Y, Alsina M, Badros A, Papadopoulos K, Wong A, Woo T, Bomba D, Li J, 

Infante JR. Clinical pharmacokinetics, metabolism, and drug-drug interaction of carfilzomib. Drug Metab 

Dispos. 2013;41(1):230-7.      

          

Wilhelmsson A, Cuthill, S, Denis, M, Wikström AC, Gustafsson JA, Poellinger L. The specific DNA binding 

activity of the dioxin receptor is modulated by the 90 kd heat shock protein. EMBO J. 1990;9:69-76. 

   



 

Yang H, Garzel B, Heyward S, Moeller T, Shapiro P, Wang H. Metformin represses drug-induced expression 

of CYP2B6 by modulating the constitutive androstane receptor signaling. Mol Pharmacol. 2014;85(2):249–

260. 

 

Yoshinari K, Ueda R, Kusano K, Yoshimura T, Nagata K, Yamazoe Y. Omeprazole transactivates human 

CYP1A1 and CYP1A2 expression through the common regulatory region containing multiple xenobiotic-

responsive elements. Biochem Pharmacol. 2008;76:139–145. 

 

Yu J, Petrie ID, Levy RH, Ragueneau-Majlessi I. Mechanisms and clinical significance of pharmacokinetic-

based drug-drug interactions with drugs approved by the U.S. Food and Drug Administration in 2017. Drug 

Metab Dispos. 2018;47(2):135-144.       

         

Zamek-Gliszczynski MJ, Mohutsky MA, Rehmel JLF, Ke AB. Investigational small-molecule drug 

selectively suppresses constitutive CYP2B6 activity at the gene transcription level: physiologically based 

pharmacokinetic model assessment of clinical drug interaction risk. Drug Metab Dispos. 2014;42(6):1008-

1015.           

 

Zanger UM, Schwab M. Cytochrome P450 enzymes in drug metabolism: regulation of gene expression, 

enzyme activities, and impact of genetic variation. Pharmacol Ther. 2013;138(1):103-141. 

           

Zhang S, Pan X, Jeong H. GW4064, an agonist of farnesoid X receptor, represses CYP3A4 expression in 

human hepatocytes by inducing small heterodimer partner expression. Drug Metab Dispos. 2015;43(5):743-

748.   

 

Zhang Y, LaCerte C, Kansra S, Jackson JP, Brouwer KR, Edwards JE. Comparative potency of obeticholic 

acid and natural bile acids on FXR in hepatic and intestinal in vitro cell models. Pharmacol Res Perspect. 

2017:5(6): e00368.         

           

          

           

  



 

 

European Medicines Agency. Guideline on the investigation of drug interactions. London, UK: EMA; 2012. 

 

U.S. Food and Drug Administration. Guidance for industry. In vitro metabolism- and transporter-mediated 

drug-drug interaction studies (draft guidance). Rockville, MD: U.S. Department of Health and Human 

Services, Food and Drug Administration, Center for Drug Evaluation and Research (CDER); 2017. 

 

2018. 

 

Q&A

2018. 



 

 

2019  12  12 14 11  

  34   

Evaluation of in vitro CYP1A2 down-regulation using cryopreserved human hepatocytes 

Chihiro Ishida, Seigo Sanoh, Yaichiro Kotake 

 
 

 

Ishida C, Sanoh S, and Kotake Y. CYP1A2 down-regulation by obeticholic acid: usefulness as a positive 

control for the in vitro evaluation of drug-drug interactions. J Pharm Sci. 2019;108(12):3903-3910.  

 

 
 




