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The features of early-stage colorectal serrated adenocarcinoma —early-stage serrated
adenocarcinomas are divided into several molecularly distinct subtypes —
(IR R R DR — o0 B PRIk & 5 ) To)
1) Clinicopathologic and endoscopic features of early-stage colorectal serrated
adenocarcinoma
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2) Early-stage serrated adenocarcinomas are divided into several molecularly distinct
subtypes
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RIGIRHCIREE (SAC) 1 serrated pathway DEEELME &5 2 L, DR FHIRHED
WX H BN, BHMER W R I STV, Serrated pathway Tl B SR ERIN IR
JEZFETRELT D EE X6 TWNDD, £ O FEHIRZE ORARREEFERVRFEI L7 1 278k S
IWTWRY, FTFH, REDORIEL LOTREMBNT T 5720127 ) LT A R TEfERR
NI W HILTE Y, serrated pathway [ZBHHE T 25 KGEII THRAREZ R LT, £

A RIS X R SAC DERRIFPREAVRHE & WAHRBIAURFE (Study 1) B4
FHIRE (Study 2) ZBLMNNCT D2 L2 AE LTHIEZ T o 72,
Study 1 :

2009 £F 1 H ~2016 4F 1 A AR RAIRBEIC TR L, JREUERYIC R SAC L 32 L7z 40
Plaxtg e Ui, 8 ERACHRSRIREGE 2 1E O BE (AHE N=17) LfEDZRWEE (BHE N=23) (2
SEL, ENENOBRRFERFRIRAS & NHREERRFEIC DWW THERET L7, S 618, &
W BE T A AT & TSA (Traditional serrated adenoma), SSA/P (sessile serrated
adenoma/polyp), ZFERREDIFHIRIFAZ, FEFHICIRIFER O 4 BB, ERARpEL Y
RS DWW TR L 72, ﬁ%%%ﬁfﬁ%%%@%th@ L7oRRT T, ARRIEBREL D iR
PR N/NE < (27.6 mm vs. 43.1 mm) , TIEEOEIENE -T2 (T1% vs. 13%) . WSS
FTRORE LT, ABRIBIEL W GG (47% vs. 17%) , NBI JNET 73¥H  Type 3

(18% vs. 0%) , VZIpit pattern (70% vs. 39%) %= 2T HEENEN->T-, F-, BRI

AREXL D IVARIpit pattern Z LT BEIENE -T2 (44% vs. 12%) . 4 FEE O LG Tl




SSA/P Bl X4 (5/5) DNUINCAERSIZRIFE L, TSARY (7/27) LItk L CTHEZ (p<0.01)
ZERiz, MR, TSAAY (42.6 mm) % SSA/P Y (17.2mm) , FESEHRRIHZAY (18. 3mm)
L, R (0. 0D IZKREN-oTz, TIEOEIAIX, TSAK (11%) (IhoRI ik L
THE (0. 0D -o 72,

Study 2 :

2009 4E 1 A ~2016 4E 1 AIZIA B RFHRGIC TRFE & 1T L, JREEAICFEHE SAC & 2T
SNTIEFID 5 5, MFHILEZ DNA XM ATRE Ch o 72 24 Bl xige & Uiz, LIRNCH
S I RO J7E (CDX2, HTR2B, FRMD6, ZEB1 D Yetads JONMST Z4T) |
J o T3 #f (CCS1: CDX2 positive, HTR2B negative, FRMD6 negative, ZEB1 negative,
and MSS/MSI-L, CCS2: MSI-H, and CCS3: CDX2 negative, HTR2B positive, FRMD6
positive, ZEB1 positive, and MSS/MSI-L) (Z/3¥E L, #5HE COREKIFELAAVE I IO
Next Generation Sequencer |Z &% 15 faEdEiE {1~ (NRAS, FOXL2, PIK3CA, PDGFRA,

KIT, EGFR, MET, RET, KRAS, AKT1, TP53, ERBB2, BRAF, GNA1l, GNQ) DZEFHks L OV
H—ONWTRET LT-, B SAC 24 1% CCS1: 14 f3i], CCS2: 5], CCS3: 5 HIC/H S
U, serrated adenoma |ZRHEET 5 & X7 CCS3 1L 5 HIDHATIH -7, MREIFERFHIREHC
OV, T1#aIE 12 1 (CCS1 : 3/14, CCS2 :4/5, CCS3 :5/5) |ZFBed, CCS3 TCCS1 kvt
HEICEHRE TH -2 (p=0.0048) , Ki67LI BtE=RIE, €CS3 (83.0+5.8%) 1% CCSI

(65.47+4.0% LV EWEBTH-7= (p=0.031) , FEEEOIEEIREE DIEERIL, CCS3

(5/5) 1 ccst (3/14) kv AEICHE < (p=0.0048) , CCS2 (4/5) 1XCCS1 (3/14) L V&
VMEIF T o7 (p= 0.038) , BT O TiX, FICEEEET 2 BIEIRINIRINZA D25 20
BIZERS, D5 B 18 {5l T BRAF/KRAS 28 #2438 7=, 15 ¥ B n - 28 SO ERE A Gt L
Tl T A, CCS21HCCS1 £721L CCS3 KV b ABICEREN L0 > T, il & DI TIX
KRAS/BRAF ZE D ZFEICEI LT, 0CS3 (80.0%) 1% CCS1 (21.4%) XV b HEICEL -7

(p=0.038) ,
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