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SUMO modification system facilitates
the exchange of histone variant H2A.Z-2 at DNA damage sites
(SUMO {Li&tfis 2 7 1% DNA I 351 %
B A R RY T2 s H2AZ-2 DAHSUS 2Rt %)
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SUMO modification system facilitates
the exchange of histone variant H2A.Z-2 at DNA damage sites
(SUMO {Lf&tfis 2 7 1% DNA I 351 %
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