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15. A single nucleotide polymorphism of dopamine
transporter gene is associated with Parkinson’s
disease
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16. Cyclooxygenase-2 (COX-2) mRNA expression
levels in normal lung tissues and non-small cell
lung cancers
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18. Expression of telomerase component genes in
hepatocellular carcinomas
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19. Evaluation of lower oesophageal sphincter pres-
sure using endoscopic manometric sleeve assem-
bly
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20. Mutations of a novel human RAD54 homologue,
RAD54B, in primary cancer
(1BFI#B#: A |I5F RADS4 LR EHE T 2 iR
b NME&(ETF RADS4B MIEICE T2 ER)
ok g O# (WREE—)
RAD52 epistasis group DT, ME—FLENY THL
oz BEREASEE S T\ % RADS4 ICHFEEZF T 5
910 73 /B b 2 EAK Y I— F¥ 5k MHELE
{ZF (RAD54B) % Bl 7o, RAD5S4B £, & L7
B @ helicase motif % b2 SWI2/SNF2 superfamily (2
B L, 8q21.3-8q22 (27 v 7 &N/, I TII,
W, MIRICESL OV, KRR - BUSRR - SR - KB T
A E ISR L NV R RS 7, U v sE2601,
KIGHRELOBI CHERBMN & 17 o 72/ R, &4 LIEBII
BT, SWI2/SNF2 superfamily TEERE2H & MZIE
2FCLLBEFEEIN TV S codon (2 missense muta-
tion 2D SNz, b LD, HFMEET RADS4B
DB T BEROIFAEE, HIRZASEO RE 580
DERD—2>TH AU FEEERRET D 2 ENHG
M 572,

21. Gastrointestinal motility in patients with irritable
bowel syndrome studied by using radiopaque
markers
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