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Serial profiling of circulating tumor DNA for optimization of anti-VEGF chemotherapy in
metastatic colorectal cancer patients
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Serial profiling of circulating tumor DNA for optimization of anti-VEGF chemotherapy in
metastatic colorectal cancer patients

(L VEGF HuiR3E 2 0F H U 7= KRG b RIS 31T D EERIESS DNA O EeH 72 53 H7)

A& AR TR 2

F A AR ¥ - E Fll

FEER H R R £ 7 B

wALE  MHEIR X kB EH F
RHHBROBROER)

HoE o

FR3AOFAEZBREZREANHKED O X, FH304E2 A 1 AOH 73 MK BRZENTE
FHREER (EF) KOS 30 4F 1 H 30 HAZBRIZB W THREARZITV, 22L& LTRD
A EIT -T2,

CEA L 720 MAF IZEE DO S DX H 7 Z LAFRH L TV DD
FHRRENA 2 Th > 1255480 MAF O H)

TREIRPUME I B3 2 BB R T A R oK

AESES DNA (DZEHE & ctDNA TR S D5 & o RIF%

MAF DT~ —0—& L ToAa MM

ctDNA ZFH L7=WFFE D45 % DB

S Ol = W DN

TIBITH LT THEY)RFE 272 L, AZBRNARNOZAALHEER L ONE L OB
FIHIZEHTD2AANDFRIC OV TR LIZHER, 2B B L TN b A2 R 5I1248
HWRFWHEATHHDLRDT,




